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We were referred to this pdb file by Dr. Susanna Törnroth‐Horsefield.   The deposition authors 

include:  ​Vahedi‐Faridi, A.​, ​Lodowski, D.​, ​Engel, A.​, ​Transcontinental EM Initiative for 

Membrane Protein Structure 
 

http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Vahedi-Faridi,%20A.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Lodowski,%20D.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Engel,%20A.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Transcontinental%20EM%20Initiative%20for%20Membrane%20Protein%20Structure
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Transcontinental%20EM%20Initiative%20for%20Membrane%20Protein%20Structure

